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Abstract: Cognitive impairment is anotable complication of type 2 diabetes (T2DM), accompanied
by reduced brain-derived neurotrophic factor (BDNF) in the brain and blood. Anti-diabetic drugs
reduce hyperglycemia, yet their effect on cognitive improvement is unknown. We aimed to in-
vestigate the effect of anti-diabetic drugs regulating BDNF in T2DM through computational and
case-control study design. We obtained T2DMproteins viatext-mining to construct a T2DMprotein
network. From the T2DMnetwork, the metformin and glimepiride interactomes and their crucial
shortest-path-stimulating BDNF were identified. Using qRTPCR, the genes encoding the shortest-
path proteins were assessed in four groups (untreated-T2DM, metformin-treated, glimepiride-treated,
and healthy controls). Finally, ELISA was used to assess serum BDNF levels to validate drug efficacy.
As a result of this investigation, aT2DMnetwork was constructed with 3683 text-mined proteins.
Then, the T2DMnetwork was explored to generate a metformin and glimepiride interactome that
establishes the critical shortest-path for BDNF stimulation. Metformin stimulates BDNF via APP
binding to the PRKAB1 receptor. Whereas, glimepiride increases BDNF by binding to KCNJ11
via AP2M1 and ESR1 proteins. Both drug shortest-path encoding genes differed significantly be-
tween the groups. Unlike metformin, BDNF gene and protein expression rise significantly with
glimepiride. Overall, glimepiride can effectively increase BDNEF, which could benefit T2DM patients
with cognitive deterioration.

Keywords: type 2 diabetes; brain-derived neurotrophic factor; metformin; glimepiride; protein
network; gene and protein expression

1. Introduction

Type 2 diabetes mellitus (T2DM) is a complex metabolic disorder, affecting millions
of individuals worldwide [1]. T2DM is mainly characterized by hyperglycemia with
abnormal secretion and actions of insulin. Genetic and environmental factors are the major
causes for the development of T2DM [2]. Recent reports suggest insulin resistance leads
to dysfunction in the central nervous system (CNS) that causes impairment in cognitive
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behaviors [3,4]. Such cognitive dysfunction causes a risk of dementia that affects quality of
life. Current recommended anti-diabetic drugs are efficient and mainly targeted to increase
insulin sensitivity and/or to stimulate beta cells to produce insulin. Of several anti-diabetic
drugs, biguanide (metformin) and sulfonylurea (glimepiride) are used as first line oral
drugs for T2DM patients [5,6]. The action of metformin helps to improve insulin sensitivity,
whereas glimepiride stimulates pancreatic beta cells to produce sufficient insulin [7-9].
Both drugs reduce hyperglycemia, but their effect on cognitive improvement is unknown.

The brain-derived neurotrophic factor (BDNF) is a neurotrophin involved in neuronal
maturation, repair, and synaptic plasticity in the central nervous system. BDNF is expressed
at a higher level in the adult brain in order to maintain excitatory and inhibitory synap-
tic transmission and activity-dependent plasticity by regulating neuronal differentiation
and survival. BDNF regulates the hippocampal long-term potentiation and long-term
enhancement of synaptic efficacy implicated in learning and memory processes [10]. In
addition to its effect on the nervous system, BDNF has also been linked to T2DM and other
inflammatory disorders [11,12]. Several possible mechanisms were observed to link BDNF
and T2DM. Teillon et al. conducted an experiment on animals in which decreased levels of
PPAR-alpha and fibroblast growth factor led to BDNF-dependent insulin resistance and
dyslipidemia [13]. Similarly, Yamanaka et al. report that BDNF resists the age-dependent
rise in blood glucose that leads to the development of pre-diabetes in rodents [14]. Li et al.
found a negative correlation between decreased serum BDNF levels, body mass index, and
homeostatic model insulin resistance assessment [15]. Moreover, an inverse relationship
was observed between serum BDNF concentration, glucose at fasting, and illness duration.
Passaro et al. investigated the relationship between BDNF, T2DM, and dementia and
confirmed the crucial role of BDNF in T2DM patients with dementia [16]. Consequently,
BDNF has garnered considerable interest regarding its potential function in preventing the
progression of T2DM [10,11]. Also, studies suggest that BDNF may be a future target for
developing new anti-diabetic therapies.

Despite the importance of BDNF in T2DM-dementia, the regulation and effect of cur-
rent anti-diabetic medications on BDNF levels are not well understood and need to be clari-
fied in detail at molecular levels. Using integrated computational and molecular approaches
(Figure 1), the present study aims to investigate the behavior of metformin/glimepiride in
activating BDNF through the signal transduction process in T2DM. Here we demonstrate
a potential anti-diabetic drug that increases BDNF levels in terms of gene expression and
serum protein levels, which may help to comprehend better treatment regimens for T2DM
patients with cognitive impairment.
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Figure 1. Computational and molecular approaches are part of the typical methodology for this investigation that adopts a computational and case-control study
design. The computational procedures (Steps 1 to 5) include Step 1: text-mining selected abstracts from PubMed to compile a list of proteins associated with
T2DM. Step 2: text-mined T2DM proteins are used to construct the T2DM-protein interaction network. Step 3: extraction of the metformin interactome from the
T2DM-protein network, which provides all possible connections between the drug target receptors and BDNE, as well as the intermediating proteins. Step 4: the
proteins involved in the shortest path connectivity between BDNF and the metformin target receptor were identified, and Step 5: the participating proteins were
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listed. Similar procedures were taken for glimepiride (Steps 3A-5A). Then, the molecular evaluation to computational outcome (Steps 6-9) was carried out. Step 6:
case-control study design. All participants were recruited and categorized as follows: Group 1, newly diagnosed drug-naive T2DM patients (n = 30); Group 2, T2DM
patients on metformin (1 = 30); Group 3, T2DM patients on glimepiride (n = 30); and Group 4, healthy individuals (n = 30). Step 7 involved the collection of blood,
followed by the isolation of peripheral blood mononuclear cells (PBMC) for Step 8: gene expression analysis. In Step 9, serum BDNF was measured using ELISA
between the groups.
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2. Materials and Methods

Our current methodology follows the strategic computational prediction of the crucial
protein involved in BDNF stimulation and the subsequent use of a case-control study
design for the validation of the crucial protein in T2DM patients and comparison with
untreated and healthy controls.

2.1. Text Mining of T2DM-Associated Proteins/Genes

The NCBI, PubMed database was used to collect the abstracts using keywords related
to T2DM, such as “Type 2 Diabetic Mellitus”, “T2DM”, “hyperglycemia”, and “Diabetes” in
conjunction with “Homo sapiens” or “human” that were published between 1990 and April
2023. Two authors independently accessed the collected abstracts for their association with
T2DM. Notably, these abstracts were then curated to check the studies presenting to humans
subjects with T2DM and co-presenting gene and/or protein information. The articles
presenting non-human studies, cell culture in vivo, meta-analysis, reviews, clinical reports,
and case studies were eliminated before being subjected to the text-mining process [17,18].
Then, all curated abstracts were subjected to a text-mining procedure to retrieve the T2DM-
reported proteins/genes using PubMed.mineR package [19]. Next, the point-wise mutual
information method (polmineR) was implemented to weigh the protein/gene association
with T2DM in each selected abstract [20]. Further, the collected gene/proteins were curated
to remove duplicates for subsequent analysis.

2.2. Drug Interactomes and Functional Enrichment

From the text-mined proteins, the T2DM protein interaction network was constructed
using the Cytoscapeplug-in. Simultaneously, metformin and glimepiride binding drug
target receptors were collected from the Drug Bank Database (www.drugbank.ca, accessed
on 16 August 2023) [21]. From the constructed T2DM protein network, two individual
drug interactomes for metformin and glimepiride were extracted using NAViGaTOR
(http:/ /ophid.utoronto.ca/navigator/, accessed on 2 September 2023) [22], which pro-
vided all the possible connections between the drug target receptors leading to the BDNE,
along with the intermediatory proteins. Then, the proteins in each drug interactome were
subjected to gene ontology analysis using the EnrichR database [23]. Likewise, the molecu-
lar pathways associated with both the drug interactomes were determined by the KEGG
pathway database [24]. The significance of these proteins relating to gene ontology as well
as for molecular pathways was filtered by cut-off p-value < 0.01.

2.3. Critical Signals Transduction Process

Both sets of drug interactomes were mined to collect all conceivable signal cascades
leading from drug receptors to BDNE, along with the intermediary proteins. Among these,
the cascade with the shortest path connectivity between BDNF and the drug target receptors
was identified by using the Cytoscape path analyzer plug-in [25]. This extracted shortest
drug path identifies the necessary and immediate downstream signals that are activated
by the drug (whether it be metformin or glimepiride), which connects BDNF proteins. In
addition, the intermediary protein encoding genes of the shortest path, along with the
BDNEF, were evaluated for their gene expression in the PBMC of the participants who were
under metformin or glimepiride treatment, compared with untreated T2DM patients and
healthy controls, for further confirmation.

2.4. Recruitment of the Study Individuals

All participants involved in this study were recruited at Chettinad Hospital and Re-
search institute, Kelambakkam, Tamil Nadu, India. This study was conducted according
to the principles of the Declaration of Helsinki and appropriate ethical approval was ob-
tained from the Institutional Ethics Committee of the Chettinad Academy of Research and
Education (IHEC/1-19/Proposal No. 288) for the collection of peripheral blood from the
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participants. All participants were selected based on the following inclusion and exclu-
sion criteria. Inclusion criteria were: (1) onset age of disease between 32-50 years, (2) no
evidence of cognitive complaints in the individual, (3) no clinical evidence of diabetic com-
plication, (4) absence of major repercussions in the activities of daily living, and (5) absence
of dementia (based on the Diagnostic and Statistical Manual of Mental Disorders IV cri-
teria). Among the selection criteria for the T2DM patients under metformin/glimepiride
for a period of 15 to 18 months, controlled glycemic levels based on HBAlc and other
clinical characteristics were recorded for all the participants of this study (Table 1). Al-
ternatively, the exclusion criteria included HIV positive patients, those unwilling to give
consent, patients with Type 1 diabetes, patients who were physically challenged, pregnant
women and patients with diabetic complications, and patients under anti-drugs (other
than metformin/glimepiride) and insulin therapy. Written informed consent was obtained
from all study participants and they were classified into Group 1: newly diagnosed T2DM
individuals-untreated (n = 30); Group 2: T2DM individuals under metformin medication
(n = 30); Group 3: T2DM individuals under glimepiride medication (1 = 30); and Group 4:
healthy individuals (1 = 30).

Table 1. Clinical characteristics of all the participant grouped in this study.

Clinical Characteristics
of Participants

Group 1: Untreated T2DM Group 2: Metformin Group 3: Glimepiride  Group 4: Healthy Control

Age (years)

Gender (Male/Female)
HbA1C(%)

Onset (months)

Drug Dosage per day

43+6 40+3 416 39+38
18/12 15/15 13/17 20/10
69 +07 72+08 79+02 52+03
2405 12+£2 11+4 --

- Metformin-500 mg Glimepiride-2 mg -

2.5. RNA Isolation from Peripheral Blood Mononuclear Cells

First,5 mL fresh EDTA-blood samples were obtained from the participants. Then,
the peripheral blood mononuclear cells (PBMCs) were isolated using Histopaque-1077
(Sigma-Aldrich, Burlington, MA, USA), according to standard protocol, by overlaying
the blood on a density gradient solution and with centrifugation at 1500-1800 rpm for
30 min. The buffy coat layer containing the PBMCs was aspirated, washed thrice with
phosphate-buffered saline, and PBMC pellets were used for RNA isolation [26]. Total
RNA was isolated using the TRIzol™ LS Reagent (Thermo Fisher Scientific, Waltham, MA,
USA) [27] according to the protocol provided by the manufacturer. Using a NanoDrop
spectrophotometer 2000 (Thermo Fisher Scientific, Waltham, MA, USA), total RNA concen-
trations were measured spectrophotometrically at 260/280 nm [28]. Electrophoresis on a
1% agarose gel and a Bioanalyzer 2100 (Agilent, Santa Clara, CA, USA) were used to assess
the quality of the isolated RNA and its integrity, respectively.

2.6. cDNA Synthesis and Gene Expression Analysis

cDNA was synthesized using a Reverse Transcriptase Core Kit (Eurogentec, Seraing,
Belgium) with 100 ng of total RNA introduced to the reaction containing reverse transcriptase,
10 uM oligo dT, 10 mM dNTPs, and 40 units of RNA inhibitors. The reverse transcriptase
reaction was performed in an Applied Biosystems PCR System 9902 by incubating the
reaction mixture at 42 °C for 60 min for first strand synthesis, followed by 10 min at 95 °C to
deactivate the enzyme. The synthesized cDNA was kept at —20 °C until further processing.
The quantitative real-time PCR (qPCR) reaction was performed in 20 uL final volume using
TB Green Advantage qPCR Premix (Takara Bio, San Jose, CA, USA,), nuclease-free water,
a cDNA template, and appropriate primers (primers specific to the genes such as APP,
GAPDH, AP2M1, ESR1, and BDNF). Primers were obtained from Sigma-Aldrich in a dry
form and dissolved in nuclease-free water, according to the recommendation, to make
100 uM solutions. The PCR amplification was carried out using an Applied Biosystems PCR
system ABI-7000 with cycle conditions (Initial Denaturation 95 °C 10 s, Denaturation 95 °C
5 s and Annealing/Extension 60 °C 32 s). All analyzed gene expressions were normalized
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using the GAPDH housekeeping gene. Then the relative gene expression was calculated by
the 2744CT method. The primer sequences of specific genes in this study are listed in Table 2.

Table 2. The primer sequences (forward and reverse) specific to the genes to assess the expression of
BDNF and its interconnecting proteins encoding genes.

Gene Orientation Primer
FORWARD TGGCCAACATGATTAGTGAACC
APP REVERSE AAGATGGCATGAGAGCATCGT
FORWARD GCCACATCGCTCAGACACC
GAPDH REVERSE AATCCGTTGACTCCGACCTTC
FORWARD TCTCGGCTTGTCCTAACACAG
AP2MI REVERSE CTTACAGCCGCTCTCCTCTG
FORWARD CTCTTAGCTATGCCTGGGGC
ESRI REVERSE GGTGGATGTTTACTCCGCCA
FORWARD GATGCTGCAAACATGTCCATGAG
BDNE REVERSE TTTTGTCTGCCGCCGTTACC

2.7. Estimation of Serum BDNF Levels

BDNF was detected in sandwich enzyme-linked immunoassay (Quantikine® ELISA
Human BDNF Immunoassay; R&D Systems, Minneapolis, MN, USA) according to the man-
ufacturer’s protocol. The wells were prepared with blood serum samples and measured at
540/570 nm. The BDNF was quantified against a standard curve with known amounts of pro-
tein. Experiments were performed in triplicate, and the BDNF concentrations were expressed
as ng/mL. The sensitivity ranges of BDNF were estimated based on standard curves. The
significance of variation in BDNF levels between the groups was statistically assessed.

2.8. Statistical Analysis

All statistical analyses were performed utilizing SPSS software version 20.0. The
clinical data, consisting of numerical values, were reported as the average + standard
deviation. In order to examine the discrepancy in gene expression and serum BDNF levels
among the studied groups, a one-way analysis of variance (ANOVA) was conducted with
Tukey’s HSD post-hoc test. Statistical significance was established using a threshold of
p <0.05. Additionally, the figures illustrating the gene expression and the serum BDNF
protein between the groups were generated using GraphPad Prism software version 6.

3. Results

Herein, we implemented an integrated computational and molecular approach to
determine the regulatory association of T2DM drugs in the improvement of BDNF levels to
protect cognitive behavior in patients with T2DM.

3.1. Text-Mining and T2DM Network

Firstly, the list of proteins associated with T2DM were text-mined from the PubMed
abstracts. Using 3683 proteins collected from the abstracts, a T2DM protein network was
constructed having 12,521 connected edges (Figure 2). To the T2DM protein network,
we extracted the drug interactomes of metformin and glimepiride, respectively. Both
drug interactomes contain drug binding target receptors as an initial protein node that
extends to reach BDNF with all possible intermediatory proteins. For instance, metformin
is bound to the drug target receptor (PRKABL1) that acts as an initial node that connects
with 191lintermediate proteins that elongate to reach BDNF as the final node (Figure 3).
Likewise, the glimepiride interactome was initiated via its drug target receptor (KCNJ11)
that extended to BDNF with an intermediate 253 protein edges (Figure 4).
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Figure 2. Network presenting the protein-protein interactions relevant to Type 2 diabetes. The proteins in the network were obtained through text-mined proteins of
T2DM containing 3683 proteins with 12,521 connected edges. Nodes represent individual protein, while lines indicate the interactions
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Figure 3. Molecular interactome of metformin in its possible connectivity in activating Brain-Derived
Neurotrophic Factor (BDNF). Nodes (orange) represent proteins involved in this interactome, while
gray lines represent its connectivity. The highlighted node (green) represents the shortest path
traveled (edges: red) by a metformin receptor along with the intermediatory protein to activate BDNF.
Blue dotted line represents the receptor node; purple dotted line represents the target node.

3.2. Drug Interactome Enrichment Analysis

Both the interactomes were enriched based on gene ontology (Figures S1 and S2)
and molecular pathways (Table S1). The metformin network showed involvement in a
variety of molecular functions such as AMP transport, phenylpropanoid catabolic process,
octopamine metabolic process, and NAD catabolic process; whereas, the glimepiride
was involved in the regulation of choline O-acetyltransferase activity, glyoxal metabolic
process, dopamine biosynthetic process from tyrosine, and notochord cell differentiation
function. Further, molecular functional enrichment shows the metformin interactome
majorly participates in the JNK signaling pathway, SIP1 pathway, and ATM pathway.
Likewise, the glimepiride interactome showed involvement in various Notch signaling
pathways, Glypican pathways, and VEGFR1-specific signaling molecular pathways.

3.3. Crucial Protein in Drug Interactome

From both the drug interactomes, the critical downstream signal cascade for BDNF acti-
vation via shortest drug target path was identified using the Cytoscape plug-in. Further, the
intermediatory protein encoding genes, along with the drug target receptors and the BDNF,
were assessed for their gene expression in PBMC, including those who were untreated
T2DM (Group 1), under metformin (Group 2), under glimepiride treatment (Group 3), and
the healthy control (Group 4). From the drug interactomes, the shortest BDNF activated
paths between the drug target receptors and BDNF were extracted (Figures 3 and 4). For
metformin, the identified shortest path initiated from PARKABI (Protein Kinase AMP-
Activated Non-Catalytic Subunit Beta 1) receptors that directly connects BDNF via Amyloid
Beta Precursor Protein (APP). Alternatively, glimepiride initially interacted with KCNJ11
as the primary drug target receptor, which activated BDNF via downstream activation of
AP2M1 and ESR1.
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Figure 4. Molecular interactome associated with glimepiride signaling to activate Brain-Derived
Neurotrophic Factor (BDNF). Each node in the diagram represents a protein (colored blue), the
connectivity is represented as dotted lines(receptor closed connected proteins and BDNF closed
connected proteins are represented with blue edges, the intermediary proteins with orange edges).
The highlighted node (red) represents the shortest path traveled (edges: black) by the glimepiride
receptor along with the intermediatory protein to activate BDNF.

3.4. Gene Expression Analysis

The gene expression of BDNF and the intermediatory protein encoding genes for both
the drugs were analyzed using qPCR. Analyzing the metformin shortest path network
shows upregulation of APP and BDNF compared with untreated T2DM and the control
(Figure 5). Similarly, in glimepiride, upregulation of BDNF along with AP2M1 and ESR1
were noticed compared to the untreated T2DM and control group (Figure 5). Interestingly,
an increased BDNF level was noticed in the glimepiride group in comparison to the met-
formin group. Additionally, the increased serum BDNF observed in T2DM patients under
metformin and glimepiride therapy also supports our gene expression results (Figure 6).
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Figure 5. Difference in the expression level of BDNF, APP, ESR1, and AP2M1 genes among untreated
T2DM (Group 1), metformin treatment (Group 2), glimepiride treatment (Group 3), and the healthy
control (Group 4). Values are mean =+ SD for the 30 samples in each group. * indicates the statistical
significance (p < 0.05) difference in expression levels between the control and the respective groups;
ns indicates insignificant.
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Figure 6. Serum BDNF protein concentration (ng/mL) in untreated T2DM (Group 1), under met-
formin (Group 2), under glimepiride treatment (Group 3), and in the healthy control (Group 4). Values
are mean £ SD for the 30 samples in each group. * indicates the statistical significance (p < 0.05)
difference in BDNF levels between the control and the respective groups; ns indicates insignificant.
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4. Discussion

Extensive studies have been undertaken to investigate the relationship between low
BDNEF levels and central nervous system disorders. Furthermore, meta-analyses have
shown that BDNF levels change in neurological illnesses such as Parkinson’s disease and
Alzheimer’s disease, as well as in psychiatric disorders such as autism, depression, post-
traumatic stress disorder, and anxiety disorders [29-34]. Comparatively, only a few studies
have been conducted to examine the levels of BDNF in individuals with T2DM. The majority
of these investigations found a significant decrease in BDNF levels in T2DM patients
compared to controls [35,36]. These findings show a strong relationship between T2DM
and neurological and psychosocial complications. T2DM, in particular, has been linked
to an increased risk of developing depression, anxiety disorders, and dementia [37,38].
According to Krabbe et al., decreased levels of BDNF are related to impaired glucose
metabolism in persons with T2DM [39]. Furthermore, it has been discovered that advanced
glycation end products play a crucial role in the development of T2DM-related disorders
by producing oxidative stress, inflammation, and vascular damage [40]. BDNF has been
shown to suppress the expression of advanced glycation end receptors and the associated
nuclear factor kappa B (NF-kB) signaling pathway [41]. These findings imply that low levels
of BDNF may have a major impact on the onset and progression of T2DM. Furthermore,
studies suggest that BDNF regulates glucose-related metabolic processes. As a result,
it is possible that T2DM could influence the regulation of BDNF levels in body fluids.
Furthermore, given the evidence that BDNF is involved in the regulation of the central
nervous system and metabolic processes, alterations in circulating BDNF levels may precede
the onset of T2DM. However, the current understanding of how anti-diabetic medicines
influence BDNF alterations in people with T2DM is unclear. We investigated the BDNF
signal cascade using a computational approach, then performed molecular validation
based on a case control study design, which revealed that metformin and glimepiride had
a positive effect on BDNF gene expression and protein levels in serum when compared to
untreated T2DM and healthy individuals.

Several investigations have demonstrated the modulation of BDNF levels by anti-
diabetic medications in various experimental settings, including in vitro, animal, and
human models [42-46]. Yoo et al. [43] demonstrated the correlation between BDNF levels
and the administration of metformin, both as a standalone treatment and in combination
with glimepiride, in a murine model. Glimepiride, classified as a second-generation
sulfonylurea, exerts its effects by binding to specific sulfonylurea receptors on pancreatic
beta cells. This binding leads to an increase in endogenous insulin production and the
subsequent activation of intracellular insulin receptors. The intervention leads to a decrease
in HbAlc and fasting glucose levels. Nevertheless, it is worth noting that weight gain and
hypoglycemia are frequently observed as negative outcomes associated with the use of all
sulfonylureas [47]. Metformin, classified as a biguanide anti-diabetic medication, exerts
its effects by decreasing hepatic glucose production and inhibiting glucose absorption
through the gastrointestinal tract. Additionally, it enhances insulin uptake in peripheral
tissues, hence improving insulin sensitivity in both hepatic and peripheral tissues. The
intervention results in reductions in HbAlc and fasting glucose concentrations, as well as
decreases in plasma triglyceride and low-density lipoprotein (LDL) cholesterol levels. In
the animal model, following a duration of 5 weeks on a high-fat diet, oral administration
of metformin alone or in combination with glimepiride was conducted once daily for a
period of 3 weeks. The administration of metformin, either as a standalone treatment or
in combination with glimepiride, was found to be associated with a reduction in weight
gain and food consumption. In addition, the group that received the high-fat diet together
with the vehicle treatment exhibited a notable decrease in BDNF protein levels inside
the dentate gyrus, an area responsible for receiving inputs into the hippocampus, in
comparison to the group that received the low-fat diet treatment. In the high-fat diet
group, the administration of metformin or metformin in combination with glimepiride
effectively prevented a decrease in BDNF levels [43]. Similar results were observed in our
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study, confirming the efficacy of the drugs that improve BDNF gene expression and protein
levels in T2DM. Interestingly, our computational assessment generates metformin and
glimepiride interactomes which depict the multiple intermediatory connections between
the drug target receptors and BDNFE.

The enrichment analysis of drug interactomes reveals these genes were involved in
various other cellular functions. Moreover, the molecular pathway of these two drugs
showed activating 37 common pathways, including the EGF receptor (ErbB1) signaling
pathway, the EphrinB-EPHB pathway, the EPO signaling pathway, the FGF signaling
pathway, the insulin pathway, the mTOR signaling pathway, the p53 pathway, and the
51P1 pathway. However, we investigated the shortest path of these drug interactomes,
containing their drug target receptors, intermediate proteins, and BDNF. In metformin,
APP proteins connect directly between the metformin target receptor and BDNFE. Studies
report that amyloid precursor protein (APP) and amyloid-p-peptide (Af3) are involved in
the dysfunction of mitochondrial activity, which increases oxidative stress in mitochondria
and impairs the key glucose metabolic pathway involved in disease pathogenesis [48-50].
Likewise, the glimepiride network had AP2M1 and ESR1 as intermediatory proteins that
connect the drug target receptor and BDNEF. Recent reports suggest impaired glycemic
homeostasis was observed in men with estrogen resistance and mutation in ESR1 and
CYP19A1 [51-53]. In the brain, the estrogen-dependent signaling is mediated through
intracellular, transmembrane and membrane-bound estrogen receptors (ERs). The systemic
review by Sundermann et al. revealed the strong association between ESR1 mutation and
cognition [54]. Similarly, the transcriptomics profiling of beta cells in the pancreas reveals
several genes that drive T2DM, in which AP2M1 is a potential player in the regulation in
synaptogenesis signaling pathways. Interestingly, the intermediators of both drugs showed
down regulation in untreated T2DM patients. Whereas these proteins were upregulated
on metformin and glimepiride therapy, this clearly denotes the drug plays a crucial role in
the maintenance of BDNF levels. Particularly in glimepiride therapy, AP2M1, ESR1, and
BDNF were increased when compared to metformin treatment, which suggests glimepiride
activates the AP2M1 and ESR1 that contribute to the increased levels of BDNEF. Alternatively,
APP was increased in metformin therapy, which also increases BDNF, but not like that of
glimepiride. Thus, glimepiride is suggested as effective in increasing BDNF and benefits
T2DM in improving cognitive decline. Overall, our study establishes the anti-diabetic
drug-targeted interactomes and their interplay in T2DM regulation. This approach helps to
identify the shortest path signal of the most frequently recommended anti-diabetic drugs,
metformin and glimepiride, that activate BDNF, a key molecule involved in cognitive
behavior. Our results revealed the utility of drugs for the effective treatment of T2DM
patients with cognitive decline. Also, gene ontology and molecular pathway enrichment
analysis supports the significance of these intermediatory proteins and their role in T2DM,
which was further supported with gene and serum protein expression. Although our
study benefits the clinician for the recommendation of the treatment, it has limitations
with respect to the limited participants enrolled in each group. Hence, analyzing more
samples would prove the significance of interactomes and alternate intermediate targets
for drug development.

5. Conclusions

In conclusion, our investigation, which employed a computational and molecular
approach, unveiled an encompassing function of anti-diabetic medications for stimulating
BDNF in individuals with T2DM. By emulating computational methods, we identified dis-
tinct activation signaling cascades that facilitate the activation of BDNF via metformin and
glimepiride. Further molecular validation through the utilization of qRTPCR and ELISA
demonstrated that glimepiride is superior to metformin in its ability to increase BDNF
levels. This differential effect may potentially benefit cognitive function in individuals
with T2DM.
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that predicted to be activated upon metformin treatment in T2DM.

Author Contributions: S.5.5.J.A. and A.S.: Conceptualization, Supervised, Interpretation, Review
and editing manuscript; A.A.: Investigation, Formal Analysis, Data Curation, Writing original draft;
S.FA., T.B.E. and PI.A.-B.: Resource, Software, Formal Analysis, Data Curation, Review and editing
manuscript. All authors have read and agreed to the published version of the manuscript.

Funding: Project Number (RSPD2023R709), King Saud University, Riyadh, Saudi Arabia, for funding
this study:.

Institutional Review Board Statement: The Institutional Review Board of the Chettinad Hospital
and Research Institute, Chettinad Academy of Research and Education, Kelambakkam, Tamil Nadu,
India approved the study (IHEC/1-19/Proposal No. 288). Experiments involving humans were
carried out in accordance with the Declaration of Helsinki.

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.
Data Availability Statement: Data are contained within the article and supplementary materials.

Acknowledgments: All authors thank their institutes for the infrastructure support for this study. The
authors acknowledge and extend their appreciation to the Researchers Supporting Project Number
(RSPD2023R709), King Saud University, Riyadh, Saudi Arabia, for funding this study.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Galicia-Garcia, U.; Benito-Vicente, A.; Jebari, S.; Larrea-Sebal, A.; Siddiqi, H.; Uribe, K.B.; Ostolaza, H.; Martin, C. Pathophysiology
of Type 2 Diabetes Mellitus. Int. ]. Mol. Sci. 2020, 21, 6275. [CrossRef]

2. Alam, S.; Hasan, M.K,; Neaz, S.; Hussain, N.; Hossain, M.F.; Rahman, T. Diabetes Mellitus: Insights from epidemiology,
biochemistry, risk factors, diagnosis, complications and comprehensive management. Diabetology 2021, 2, 36-50. [CrossRef]

3. Tyagi, A.; Pugazhenthi, S. Targeting Insulin Resistance to Treat Cognitive Dysfunction. Mol. Neurobiol. 2021, 58, 2672-2691.
[CrossRef] [PubMed]

4. De la Monte, M.S. Brain insulin resistance and deficiency as therapeutic targets in Alzheimer’s disease. Curr. Alzheimer Res. 2012,
9, 35-66. [CrossRef] [PubMed]

5. Krentz, AJ; Bailey, C.J. Oral antidiabetic agents. Drugs 2005, 65, 385-411. [CrossRef] [PubMed]

6. Blahova, J.; Martiniakova, M.; Babikova, M.; Kovacova, V.; Mondockova, V.; Omelka, R. Pharmaceutical Drugs and Natural
Therapeutic Products for the Treatment of Type 2 Diabetes Mellitus. Pharmaceuticals 2021, 14, 806. [CrossRef]

7. Kim, H.S.;; Kim, D.M.; Cha, B.S,; Park, T.S.; Kim, K.A.; Kim, D.L.; Chung, C.H.; Park, ].H,; Jang, H.C.; Choi, D.S. Efficacy of
glimepiride /metformin fixed-dose combination vs metformin uptitration in type 2 diabetic patients inadequately controlled on
low-dose metformin monotherapy: A randomized, open label, parallel group, multicenter study in Korea. |. Diabetes Investig.
2014, 5, 701-708. [CrossRef]

8.  Rojas, L.B.A.; Gomes, M.B. Metformin: An old but still the best treatment for type 2 diabetes. Diabetol. Metab. Syndr. 2013, 5, 6-15.
[CrossRef]

9.  Basit, A,; Riaz, M.; Fawwad, A. Glimepiride: Evidence-based facts, trends, and observations. Vasc. Health Risk Manag. 2012, 8, 463.
[CrossRef] [PubMed]

10. Lu, Y, Christian, K.; Lu, B. BDNEF: A key regulator for protein synthesis-dependent LTP and long-term memory? Neurobiol. Learn.
Mem. 2008, 89, 312-323. [CrossRef] [PubMed]

11.  Manni, L.; Nikolova, V.; Vyagova, D.; Chaldakov, G.N.; Aloe, L. Reduced plasma levels of NGF and BDNF in patients with acute
coronary syndromes. Int. . Cardiol. 2005, 102, 169-171. [CrossRef] [PubMed]

12.  Suwa, M,; Kishimoto, H.; Nofuji, Y.; Nakano, H.; Sasaki, H.; Radak, Z.; Kumagai, S. Serum brain-derived neurotrophic factor level
is increased and associated with obesity in newly diagnosed female patients with type 2 diabetes mellitus. Metabolism 2006, 55,
852-857. [CrossRef] [PubMed]

13. Teillon, S.; Calderon, G.A.; Rios, M. Diminished diet-induced hyperglycemia and dyslipidemia and enhanced expression of
PPARo and FGF21 in mice with hepatic ablation of brain-derived neurotropic factor. J. Endocrinol. 2010, 205, 37-47. [CrossRef]
[PubMed]

14. Yamanaka, M.; Itakura, Y.; Tsuchida, A.; Nakagawa, T.; Taiji, M. Brain-derived neurotrophic factor (BDNF) prevents the

development of diabetes in prediabetic mice. Biomed. Res. 2008, 29, 147-153. [CrossRef]


https://www.mdpi.com/article/10.3390/biomedicines11112939/s1
https://www.mdpi.com/article/10.3390/biomedicines11112939/s1
https://doi.org/10.3390/ijms21176275
https://doi.org/10.3390/diabetology2020004
https://doi.org/10.1007/s12035-021-02283-3
https://www.ncbi.nlm.nih.gov/pubmed/33483903
https://doi.org/10.2174/156720512799015037
https://www.ncbi.nlm.nih.gov/pubmed/22329651
https://doi.org/10.2165/00003495-200565030-00005
https://www.ncbi.nlm.nih.gov/pubmed/15669880
https://doi.org/10.3390/ph14080806
https://doi.org/10.1111/jdi.12201
https://doi.org/10.1186/1758-5996-5-6
https://doi.org/10.2147/VHRM.S33194
https://www.ncbi.nlm.nih.gov/pubmed/23028231
https://doi.org/10.1016/j.nlm.2007.08.018
https://www.ncbi.nlm.nih.gov/pubmed/17942328
https://doi.org/10.1016/j.ijcard.2004.10.041
https://www.ncbi.nlm.nih.gov/pubmed/15939120
https://doi.org/10.1016/j.metabol.2006.02.012
https://www.ncbi.nlm.nih.gov/pubmed/16784955
https://doi.org/10.1677/JOE-09-0405
https://www.ncbi.nlm.nih.gov/pubmed/20097691
https://doi.org/10.2220/biomedres.29.147

Biomedicines 2023, 11, 2939 150f 16

15.

16.

17.

18.

19.

20.
21.

22.

23.

24.
25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

Li, B.; Lang, N.; Cheng, Z.F. Serum Levels of Brain-Derived Neurotrophic Factor Are Associated with Diabetes Risk, Complications,
and Obesity: A Cohort Study from Chinese Patients with Type 2 Diabetes. Mol. Neurobiol. 2016, 53, 5492-5499. [CrossRef]
[PubMed]

Passaro, A.; Nora, E.D.; Morieri, M.L.; Soavi, C.; Sanz, ].M.; Zurlo, A.; Fellin, R.; Zuliani, G. Brain-Derived Neurotrophic
Factor Plasma Levels: Relationship with Dementia and Diabetes in the Elderly Population. J. Gerontol. Ser. A 2015, 70, 294-302.
[CrossRef]

Krallinger, M.; Valencia, A.; Hirschman, L. Linking genes to literature: Text mining, information extraction, and retrieval
applications for biology. Genome Biol. 2008, 9, S8. [CrossRef]

Pandi, M.-T.; van der Spek, PJ.; Koromina, M.; Patrinos, G.P. A Novel Text-Mining Approach for Retrieving Pharmacogenomics
Associations from the Literature. Front. Pharmacol. 2020, 11, 602030. [CrossRef]

Rani, J.; Shah, A.R.; Ramachandran, S. pubmed.mineR: An R package with text-mining algorithms to analyse PubMed abstracts.
J. Biosci. 2015, 40, 671-682. [CrossRef]

Available online: https://cran.r-project.org/web/packages/polmineR /vignettes /vignette.html (accessed on 14 January 2023).
Wishart, D.S.; Knox, C.; Guo, A.C.; Cheng, D.; Shrivastava, S.; Tzur, D.; Gautam, B.; Hassanali, M. DrugBank: A knowledgebase
for drugs, drug actions and drug targets. Nucleic Acids Res. 2008, 36 (Suppl. S1), D901-D906. [CrossRef]

Brown, K.R,; Otasek, D.; Ali, M.; McGulffin, M.].; Xie, W.; Devani, B.; van Toch, LL.; Jurisica, I. NAViGaTOR: Network Analysis,
Visualization and Graphing Toronto. Bioinformatics 2009, 25, 3327-3329. [CrossRef]

Kuleshov, M.V,; Jones, M.R.; Rouillard, A.D.; Fernandez, N.F,; Duan, Q.; Wang, Z.; Koplev, S.; Jenkins, S.L.; Jagodnik, K.M.;
Lachmann, A.; et al. Enrichr: A comprehensive gene set enrichment analysis web server 2016 update. Nucleic Acids Res. 2016, 44,
WO90-W97. [CrossRef]

Kanehisa, M.; Goto, S. KEGG: Kyoto encyclopedia of genes and genomes. Nucleic Acids Res. 2000, 28, 27-30. [CrossRef]
Shannon, P.; Markiel, A.; Ozier, O.; Baliga, N.S.; Wang, ].T.; Ramage, D.; Amin, N.; Schwikowski, B.; Ideker, T. Cytoscape: A
software environment for integrated models of Biomolecular Interaction Networks. Genome Res. 2003, 13, 2498-2504. [CrossRef]
[PubMed]

Gautam, A.; Donohue, D.; Hoke, A.; Miller, S.A.; Srinivasan, S.; Sowe, B.; Detwiler, L.; Lynch, J.; Levangie, M.; Hammamieh, R; et al.
Investigating gene expression profiles of whole blood and peripheral blood mononuclear cells using multiple collection and
processing methods. PLoS ONE 2019, 14, e0225137. [CrossRef] [PubMed]

Desjardins, P.; Conklin, D. NanoDrop microvolume quantitation of nucleic acids. J. Vis. Exp. 2010, 22, e2565.

Krabbe, K.; Nielsen, A.R.; Krogh-Madsen, R.; Plomgaard, P.; Rasmussen, P; Erikstrup, C.; Fischer, C.P.; Lindegaard, B.;
Petersen, A.M.; Taudorf, S.; et al. Brain-derived neurotrophic factor (BDNF) and type 2 diabetes. Diabetologia 2007, 50, 431-438.
[CrossRef] [PubMed]

Brunoni, A.R.; Lopes, M.; Fregni, F. A systematic review and meta-analysis of clinical studies on major depression and BDNF
levels: Implications for the role of neuroplasticity in depression. Int. ]. Neuropsychopharmacol. 2008, 11, 1169-1180. [CrossRef]
Rahmani, F; Saghazadeh, A.; Rahmani, M.; Teixeira, A.L.; Rezaei, N.; Aghamollaii, V.; Ardebili, H.E. Plasma levels of brain-
derived neurotrophic factor in patients with Parkinson disease: A systematic review and meta-analysis. Brain Res. 2019, 1704,
127-136. [CrossRef]

Ng, TK.S.; Ho, C.S.H.; Tam, WW.S.; Kua, E.H.; Ho, R.C.-M. Decreased serum brain-derived neurotrophic factor (BDNF) levels in
patients with Alzheimer’s disease (AD): A systematic review and meta-analysis. Int. . Mol. Sci. 2019, 20, 257. [CrossRef]
Suliman, S.; Hemmings, S.M.].; Seedat, S. Brain-Derived Neurotrophic Factor (BDNF) protein levels in anxiety disorders:
Systematic review and meta-regression analysis. Front. Integr. Neurosci. 2013, 7, 55. [CrossRef] [PubMed]

Mojtabavi, H.; Saghazadeh, A.; Van den Heuvel, L.; Bucker, J.; Rezaei, N. Peripheral blood levels of brain-derived neurotrophic
factor in patients with post-traumatic stress disorder (PTSD): A systematic review and meta-analysis. PLoS ONE 2020, 15, €0241928.
[CrossRef] [PubMed]

Saghazadeh, A.; Rezaei, N. Brain-Derived Neurotrophic Factor Levels in Autism: A Systematic Review and Meta-Analysis.
J. Autism Dev. Disord. 2017, 47, 1018-1029. [CrossRef] [PubMed]

Liu, W.; Han, X,; Zhou, X.; Zhang, S.; Cai, X; Zhang, L.; Li, Y,; Li, M.; Gong, S.; Ji, L. Brain derived neurotrophic factor in newly
diagnosed diabetes and prediabetes. Mol. Cell. Endocrinol. 2016, 429, 106-113. [CrossRef]

Abu El-Asrar, AM.; Nawaz, M.I; Siddiquei, M.M.; Al-Kharashi, A.S.; Kangave, D.; Mohammad, G. High-Mobility Group Box-1
Induces Decreased Brain-Derived Neurotrophic Factor-Mediated Neuroprotection in the Diabetic Retina. Mediat. Inflamm. 2013,
2013, 863036. [CrossRef]

Garcia, M.E; Lee, A.; Neuhaus, J.; Gonzalez, H.; To, TM.; Haan, M.N. Diabetes Mellitus as a Risk Factor for Development
of Depressive Symptoms in a Population-Based Cohort of Older Mexican Americans. J. Am. Geriatr. Soc. 2016, 64, 619-624.
[CrossRef]

Hasan, S.S.; Clavarino, A.M.; Dingle, K.; Mamun, A.A; Kairuz, T. Diabetes Mellitus and the Risk of Depressive and Anxiety
Disorders in Australian Women: A Longitudinal Study. . Women’s Health 2015, 24, 889-898. [CrossRef]

Rozanska, O.; Uruska, A.; Zozulinska-Ziolkiewicz, D. Brain-Derived Neurotrophic Factor and Diabetes. Int. . Mol. Sci. 2020,
21, 841. [CrossRef]

Kim, O.Y.; Song, J. The importance of BDNF and RAGE in diabetes-induced dementia. Pharmacol. Res. 2020, 160, 105083.
[CrossRef]


https://doi.org/10.1007/s12035-015-9461-2
https://www.ncbi.nlm.nih.gov/pubmed/26454822
https://doi.org/10.1093/gerona/glu028
https://doi.org/10.1186/gb-2008-9-s2-s8
https://doi.org/10.3389/fphar.2020.602030
https://doi.org/10.1007/s12038-015-9552-2
https://cran.r-project.org/web/packages/polmineR/vignettes/vignette.html
https://doi.org/10.1093/nar/gkm958
https://doi.org/10.1093/bioinformatics/btp595
https://doi.org/10.1093/nar/gkw377
https://doi.org/10.1093/nar/28.1.27
https://doi.org/10.1101/gr.1239303
https://www.ncbi.nlm.nih.gov/pubmed/14597658
https://doi.org/10.1371/journal.pone.0225137
https://www.ncbi.nlm.nih.gov/pubmed/31809517
https://doi.org/10.1007/s00125-006-0537-4
https://www.ncbi.nlm.nih.gov/pubmed/17151862
https://doi.org/10.1017/S1461145708009309
https://doi.org/10.1016/j.brainres.2018.10.006
https://doi.org/10.3390/ijms20020257
https://doi.org/10.3389/fnint.2013.00055
https://www.ncbi.nlm.nih.gov/pubmed/23908608
https://doi.org/10.1371/journal.pone.0241928
https://www.ncbi.nlm.nih.gov/pubmed/33152026
https://doi.org/10.1007/s10803-016-3024-x
https://www.ncbi.nlm.nih.gov/pubmed/28138831
https://doi.org/10.1016/j.mce.2016.04.002
https://doi.org/10.1155/2013/863036
https://doi.org/10.1111/jgs.14019
https://doi.org/10.1089/jwh.2015.5210
https://doi.org/10.3390/ijms21030841
https://doi.org/10.1016/j.phrs.2020.105083

Biomedicines 2023, 11, 2939 16 of 16

41.

42.

43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

Singh, V.P; Bali, A.; Singh, N.; Jaggi, A.S. Advanced Glycation End Products and Diabetic Complications. Korean |. Physiol.
Pharmacol. 2014, 18, 1-14. [CrossRef]

Hristova, M.G. Metabolic Syndrome and Neurotrophins: Effects of Metformin and Non-Steroidal Antiinflammatory Drug
Treatment. Eurasian J. Med. 2011, 42, 141-145. [CrossRef]

Yoo, D.Y;; Kim, W.; Nam, S.M.; Yoo, K.Y.; Lee, C.H.; Choi, ].H.; Won, M.H.; Hwang, L.K.; Yoon, Y.S. Reduced cell proliferation and
neuroblast differentiation in the dentate gyrus of high fat diet-fed mice are ameliorated by metformin and glimepiride treatment.
Neurochem. Res. 2011, 36, 2401-2408. [CrossRef] [PubMed]

Patil, S.; Jain, P.D.; Ghumatkar, PJ.; Tambe, R.; Sathaye, S. Neuroprotective effect of metformin in MPTP-induced Parkinson’s
disease in mice. Neuroscience 2014, 277, 747-754. [CrossRef] [PubMed]

Allard, ]J.S.; Perez, E.J.; Fukui, K.; Carpenter, P; Ingram, D.K.; de Cabo, R. Prolonged metformin treatment leads to reduced
transcription of Nrf2 and neurotrophic factors without cognitive impairment in older C57BL/6] mice. Behav. Brain Res. 2016, 301,
1-9. [CrossRef] [PubMed]

Ma, J.; Liu, J.; Yu, H.; Chen, Y.; Wang, Q.; Xiang, L. Effect of metformin on Schwann cells under hypoxia condition. Int. J. Clin.
Exp. Pathol. 2015, 8, 6748—6755.

Sola, D.; Rossi, L.; Schianca, G.P.; Maffioli, P.; Bigliocca, M.; Mella, R.; Corliano, E; Fra, G.P; Bartoli, E.; Derosa, G. Sulfonylureas
and their use in clinical practice. Arch. Med. Sci. 2015, 11, 840-848. [CrossRef]

Butterfield, D.A. Oxidative stress in neurodegenerative disorders. Antioxid. Redox Signal 2006, 8, 1971-1973. [CrossRef]
Markesbery, W.R. Oxidative Stress Hypothesis in Alzheimer’s Disease. Free Radic. Biol. Med. 1997, 23, 134-147. [CrossRef]
Saedi, E.; Gheini, M.R; Faiz, F; Arami, M. A. Diabetes mellitus and cognitive impairments. World J. Diabetes 2016, 7, 412-422.
[CrossRef]

Gregorio, K.C.; Laurindo, C.P.; Machado, U.E. Estrogen and glycemic homeostasis: The fundamental role of nuclear estrogen
receptors ESR1/ESR2 in glucose transporter GLUT4 regulation. Cells 2021, 10, 99. [CrossRef]

Faustini-Fustini, M.; Rochira, V.; Carani, C. Oestrogen deficiency in men: Where are we today? Eur. J. Endocrinol. 1999, 140,
111-129. [CrossRef] [PubMed]

Belgorosky, A.; Guercio, G.; Pepe, C.; Saraco, N.; Rivarola, M. Genetic and Clinical Spectrum of Aromatase Deficiency in Infancy,
Childhood and Adolescence. Horm. Res. Paediatr. 2009, 72, 321-330. [CrossRef] [PubMed]

Sundermann, E.E.; Maki, PM.; Bishop, ].R. A review of estrogen receptor alpha gene (ESR1) polymorphisms, mood, and cognition.
Menopause 2010, 17, 874-886. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.4196/kjpp.2014.18.1.1
https://doi.org/10.5152/eajm.2011.32
https://doi.org/10.1007/s11064-011-0566-3
https://www.ncbi.nlm.nih.gov/pubmed/21818657
https://doi.org/10.1016/j.neuroscience.2014.07.046
https://www.ncbi.nlm.nih.gov/pubmed/25108167
https://doi.org/10.1016/j.bbr.2015.12.012
https://www.ncbi.nlm.nih.gov/pubmed/26698400
https://doi.org/10.5114/aoms.2015.53304
https://doi.org/10.1089/ars.2006.8.1971
https://doi.org/10.1016/S0891-5849(96)00629-6
https://doi.org/10.4239/wjd.v7.i17.412
https://doi.org/10.3390/cells10010099
https://doi.org/10.1530/eje.0.1400111
https://www.ncbi.nlm.nih.gov/pubmed/10069654
https://doi.org/10.1159/000249159
https://www.ncbi.nlm.nih.gov/pubmed/19844120
https://doi.org/10.1097/gme.0b013e3181df4a19
https://www.ncbi.nlm.nih.gov/pubmed/20616674

	Introduction 
	Materials and Methods 
	Text Mining of T2DM-Associated Proteins/Genes 
	Drug Interactomes and Functional Enrichment 
	Critical Signals Transduction Process 
	Recruitment of the Study Individuals 
	RNA Isolation from Peripheral Blood Mononuclear Cells 
	cDNA Synthesis and Gene Expression Analysis 
	Estimation of Serum BDNF Levels 
	Statistical Analysis 

	Results 
	Text-Mining and T2DM Network 
	Drug Interactome Enrichment Analysis 
	Crucial Protein in Drug Interactome 
	Gene Expression Analysis 

	Discussion 
	Conclusions 
	References

